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1. Homogenisation

2. DNA extraction

3. Measurement of the DNA quantity and quality

4. Amplification via Taxon Primer

5. Detection
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Genetic wood identification via Taxon Primer
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Homogenisation DNA extraction NanoDrop Amplification Detection

Homogenisation1
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Homogenisation DNA extraction NanoDrop Amplification Detection
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Homogenisation DNA extraction NanoDrop Amplification Detection
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NanoDrop Measurement3
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Homogenisation DNA extraction NanoDrop Amplification Detection

DNA quantity and quality3
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Homogenisation DNA extraction Nanodrop Amplification Detection

PCR – Polymerase chain reaction
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Homogenisation DNA extraction Nanodrop Amplification Detection
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Homogenisation DNA extraction Nanodrop Amplification Detection

Detection  Gel electrophoresis5
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Homogenisation DNA extraction Nanodrop Amplification Detection
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Homogenisation DNA extraction Nanodrop Amplification Detection

Staining of PCR products with Ethidiumbromide

UV-light

Documentation

Negative photo
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Conclusion

Taxon primer specific for: 

1 = Entandrophragma cylindricum

2 = Khaya spp.  

3 = Carapa spp.  

4 = Swietenia mahagoni

5 = Swietenia macrophylla
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